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Search all of SoyBase for anything related to cadmium	





Results of Search	







put cursor over either 
gene or QTL to see 
related map objects	







link for info about this gene model	



links for info about these CV terms	



link to abstract and URL for paper	
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What is a Controlled Vocabulary 

•  A way to ensure consistency and reduce the ambiguity 
inherent in normal human languages where the same 
concept can be given different names.	



•  Examples 	


–  MESH headings (NLM)	


–  GO terms (Gene Ontology Consortium)	


–  EC numbers (Enzyme Commission)	





What a Controlled Vocabulary is Not 

•  A replacement for the official descriptors for a crop	


–  A controlled vocabulary could and should 

include descriptors, but is not a replacement.  
They serve different purposes	









SoyBase Soybean Ontology 
•  Four sections	



–  Structure ontology	


•  Enumerates the main structures of the root and shoot system.  Useful 

for modeling the growth of a plant over time	


–  Whole plant ontology	



•  Describes the growth stages of a whole plant	


•  Based on the widely used “Soybean Growth Stages” and is linked to 

the BBCH growth scale for soybean	


–  Developmental ontology	



•  Describes the stages of growth of individual plant parts such as 
leaves, flowers and pods/seeds	



–  Trait ontology	


•  Describes physical and biochemical traits of the plant or plant 

part	









Common names and synonyms are indicated 
here.  Common names can be very misleading 
because they vary regionally	



Taxonomic revisions to the causative 
organism and measurement values 
(from descriptors) are indicated here	



Mapping to the greater 
plant trait ontology (TO)	





Why Are Ontologies Important 

•  To orient new students to described soybean 
phenotypes	



•  To tag publications with accession numbers 
to aid in the curation process as well as 
make them machine readable.	


–  “We measured the reaction of cultivar Raiden 

to soybean rust infection (SOY:0001472, TO:
0000171)”	





Questions?	




